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This data analysis exercise is designed to give you an opportunity to become familiar with extracting information from your Laboratory Information System (LIMS).  It will also give you an insight into the workload of your laboratory, the types of referrals the laboratory receives and the range of abnormalities detected.

Please describe how the information was extracted from your LIMS and for each question please summarise the key findings in the comment section.
Question 1.

For the period 1st April 2008 to 31st March 2009 please complete the following table.

For the purpose of this exercise please use the following definitions:

Total Number of Samples 

: The number of samples received by the laboratory that were  

  set up for karyotyping 

Successful Samples

: Total number of samples on which a cytogenetic analysis was

  performed
Average Reporting Time

: The average reporting time for successful samples

Average Banding Quality

: The average banding quality for successful samples

Total Number of Abnormal
Cases
: The number of cases with an abnormal karyotype (excluding 

  polymorphic variants)

Abnormality Rate


: The percentage of successful cases that were abnormal.

	Sample Type
	Total Number of Samples
	Successful Samples
	% reported within Reporting Time Guidelines
	Average Banding Quality
	Total Number of Abnormal Cases
	Abnormality Rate

	Blood Samples
	
	
	
	
	
	

	Amniotic Fluid Samples
	
	
	
	
	
	

	CVS Samples
	
	
	
	
	
	

	Solid Tissue Samples
	
	
	
	
	
	


Comment:

Question 2.
Please complete the following table to show the total number of blood samples (or alternative sample type if covered in first module) received for karyotyping for the following years:

	Year
	Total Number of  Blood Samples Received
	% reported within Reporting Time Guidelines

	2003
	
	

	2004
	
	

	2005
	
	

	2006
	
	

	2007
	
	

	2008
	
	


Produce a graph to show the above information

Comment:

For the remainder of the questions provide data for the period 1st April 2008 to 31st March 2009 for blood sample referrals (or alternative sample type if covered in first module).   
Question 3. 
3a.
Referral Patterns for Blood Samples (list Top 5 Hospitals only)
	Referring Hospital
	Total Number of Samples

	
	

	
	

	
	

	
	

	
	


Comment:

3b.
Referral Patterns for Blood Samples (list Top 10 Clinicians only)

	Referring Clinician
	Speciality
	Total Number of Samples

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	


Comment:

Question 4.
Using the Referral Reason coding used by your laboratory please complete the following table

For each of the 5 most common referral reasons,  list the 3 most common recurring abnormal karyotype category findings (e.g. autosomal trisomy, balanced reciprocal translocation, pericentric inversion, microdeletion).
	Referral Reason (e.g. Recurrent Miscarriage)
	Total Number of Samples
	Abnormality Rate
	Abnormal Karyotype category (e.g. Balanced reciprocal translocation)
	number of abnormal cases

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	

	
	
	

	
	
	

	
	
	

	
	
	


Comment:

